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Introduction

furopean bison [Bson bonaiug). bullalo {Bxon bison), ouwochs |Bos
primigenius). ondg fom domettic cattle [Bot fourus) it problemalic due
10 © poor condition of the remons. Theselore the explicit identication
of 1his specion belonging 10 one fomily ond having comman oigin
not Qlways possible omong othen o3 o result of infrogression
infenpecies hybrds - noturctl or cedved infentionclly « pose addtiona
problem. Therelore., when biometic species identification of the
remains doet not give o clear onswer, it i necenary 10 use More
explicit methods lice mitochondral ONA |ImIONA| analysis

Material )g
o Bone sampies of wient, hybrids ¢f O witen! and a bison and somples!

decribed 03 when! wbipeces hybics from the Siote Dorwin
Musoum in Moscow collechon, Cherga City in Alloi Repubic (Russa)
ond from Biciowieda Pimeval Forest in Poiond - ancient matenal

o A peripheral blood derived from wisents iving in Bictowieta Primeval
Foret! ond from the Amedcon biors bred in Kurcrweki (Polond) -
contemporary matenc

o Bael mect sompled |Bos fours) om the supeemarket

* Wisent, bion, awochs and cattie Jés MNA Qene sequence:
obtained from Nafional Center for Botechnology Information (NCBI)

Methods x
o Prienans dengn (Pimerdwedt 400)

o Genomic DNA extroction

o Amplification of miDNA frogmnets in PCR. The product wos a 48%bp
part of 143 rf@NA gene equence.

s Sequencing (Genefic Anctyzer ABI 3500)

o Toxonomic Smilority determinglion of the oblained omdles
inuciectice BLAST)

* Sequence: dignment and Mmming to J58bp. identification of
polymomiic tites (Geneloc 2.7.000}

e Minimal  evolution method (ME] based pinlogenetic Mee
construction (MeQoé)

RGNS

Fig. 1. Piimers sequences

Taxonomic determination of an anclent matedal desdved 'vom

Results & Conclusions

As @ rewl! of compamtion of the JSESE 1equences of the 716s MRNA

gene derved from species Bson bson, Bson bonasys, Bos fourus
and Bos primigenius, overdil, 17 polymombhic sites were uncovered,
among them 14 diferentiating examined species

o Dendrogram shows eveiuticnary simiaeity of cottle ond ourechs. it
is consisfent with the stucies of Achill ot ol [2008), which wuppested
fhat gurochs mitochondrial genome was fronsmitted fo cattie more
than once after domestication,

Homogenous clusher af the individuah described ot Bson bonosus
boncrus. Bson LONasul coucalicus and Theit hyteds, ot wek o1
hgh probability [99%) with which they colate ingicates low genetc
diversty of fhis spiecies. A? this point It Is neCeisCry 10 Nghlight that
examined samples were derived from diMerent penods

High ganetic simiicrty of wisen! and awrochs confirma theory obout
invogression of the owochs genome in 10 Me wisen! which
hoppenad cfter datinclion of the Bos and Beon genut (Nowok,
Clech, 2008},

Bison cleaty diverges from wisent. introgression of the yok genome
duing bisors migration o North Amerdca theough Asia about
700,000 yeors 000 (leviand | wip. 2012}, would explan ths much
Hgh ganetic dvenity betwaen this species fom the Baon fomily
Every hybdd individual was assgned fo the cluster of their mother
species. Only Rison-80s hybeds etfablished dightty dstinct cluster as
a result of a single mutaSion typical only of this hybrids.
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